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BLAST Search Details

Sequence Type: Nucleotide
Search Within: Nucleotides
BLAST Algorithm: BLASTn
NCBI Included: No
Alignment Identity: 80%
Query Coverage: 90%
E-Value: 10

Match with Gaps?: No

Gap Costs: Existence 5
Extension 2

Word Size: 11

Bioscape Analysis

Visually explore sequence
similarity with a new tool.
Learn more about Bioscape.
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