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Case Study® Fatty Acid Binding Protein(FABPS)
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Case Study@ B-Tryptase (ReCoreTCCSDT—4ZE>1=scaffold hoppingDEEIHEI1)
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Case Study® BACE1 (ReCoretCSDF—¥%{FE>7=scaffold hoppingDEEINHI2)
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Conclusionh 5D
BRR QY= T TO—FDERICHDED FERDLET—V:
1. Value of Qualitative Statements e
2. Shaping Chemical Space “A case in point is the use of data derived from
T i experiment whenever possible (e.g., the CSD for
3. The Principle of Parsimony @ > conformations) and to resort to first-principles
: methods only where required (e.g., torsion angles
4. Annc_)tatlon Is Half the _Battle between heterocycles or tautomer preferences).”
5. Staying Close to Experiment L
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